In the original article, there was a mistake in [Figure 4](#F1){ref-type="fig"} as published. [Figure 4](#F1){ref-type="fig"} shows the relationship between the actual number of TGG triplets (*K*) and *P*-values in each CDS. In this figure, we mistook *hao* for *rbcL*; the dot which represents *hao* corresponds to the *rbcL* transcript, while the dot which represents *rbcL* corresponds to the *hao* transcripts. The corrected [Figure 4](#F1){ref-type="fig"} appears below.

![Relationship between the actual number of TGG triplets (*K*) and *P-*values in each CDS. A very small *P-*value indicates that the CDS is preferentially degraded by MazFne. Dots correspond to *hao*, and *rbcL* transcripts are highlighted.](fmicb-10-00634-g0001){#F1}

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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